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[HWE] BRI miR-429 XF 2L IR 4 i 34 78 AT B 19 5w S HoALfil . A3k SRATSRT 26t # PCR
(RT-qPCR) ¥ 1 60 58 BN R 5, 43 514G ) L iR % MCF-7 . MDA-MB-231 ., MDA-MB-468 . BT-549 4 i } iF 7 LR |}
4t MCF-10A 1) eI FAE mRNA I HHXT RiE &, £ MCF-7 40 H % ¢ miR-429 mimics(A Z1) . mimics NC
(B #) ,miR-429 inhibitors(C #i) /% inhibitors NC(D 41) , R F{ RT-qPCR % .CCK8 ¥k . 4t s Y] IR 5% 35 1 4 5 B 3k 7%
Kol A~D L4 miR-429 K1 B ANMIHE 56 AT R 15 B e IFAE mRNA I A AHXT F k& . 78 293T 4 g
59 e]FAE-3' UTR-Wt+ miR-429 mimics(E 41) .eIF4E-3' UTR-Wt—+ mimics NC(F 41) . eIF4E-3' UTR-Mut+ miR-
429 mimics(G 40) \eIF4E-3'UTR-Mut+ mimics NCCH 40) . % E~ H 41 40 i A8 XF 9 56 & B 15 P . 0 B miR-429
X eIFAE B JE/EH . 4% RT-qPCR 5 58 B & I 25 2 7R . MCF-7, MDA-MB-231, MDA-MB-468
BT-549 ZHMi 1 f) eIFAE mRNA DL K8 A B A X 2R ¥ B & F % FLIR L% 40 MCF-10A (F = 74.414,
1981.243,P<C0.01), RT-qPCR 7E K45 5 0 7R . A L ANM 1Y miR-429 AR R A & W @& T B 41(1=25.390, P <
0.01), i eI F4E mRNA M Xt F ik 2K T B4 (1= —6.363,P<C0.05),C 40N miR-429 AH X k2 W] BAKT
D 2 (1 =—4.652,P<C0.05) , Tl e]F4E mRNA X Rk W] 8 & T B 4 (1= —2.928,P<C0.05), CCKS 5 5 45 Il
GER RS BALANAH L, A 4105 24 .48 .72 /N A A 38 A TG 0 B R B AR (F = 26.148~40.997, P<C0.01); 5
D 440 MIAR G, C 2L UMM 24,4872 /B 3G 58 15 7 A i 3% 55 (F =6.410~82.593, P <C0.05) , 40 g % JE 52 4% W7
A AN A AR BALT B G =—22.584,P<<0.0),.C HAMAEEWEET DHG=11.464,P<<0.01),
PEEIE AT A5 R R, A A0 D eIFAE & [ A X R IA W AR T B 4 (¢ = —20.355, P<C0.01), C 4 4 Jiil
CIFAE MM R X EHEE F DA G =3.622.P<<0.01), XUH¢ 65K MR 45 5 K 5200 25 5L 58 7R . 4% 20 40 JHo +1 % %€
S E M L = R B B E P (F =366.823, P<0.05), i H E AN AR 56 e Z B EM|T FAH =
—42.961,P<C0.01), £ miR-429 oi3d s 80 [n] A 45 eI FAE 3 DA 15 1 410 1) L R 98 440 B %) 344 3 R 7%

[XEim]  FLARME i RNAs; EAZYI MR UG T 4E; 4l 3% 58 ; 40 i 32 2
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EFFECT OF miR-429 ON THE PROLIFERATION AND MIGRATION OF BREAST CANCER CELLS AND ITS MECHANISM NIU
Tingting » WU Li, HOU Lin s QIU Biru, ZHAO Xiaohui s LI Jinyang (Department of Breast Surgery, The Affiliated Hospital
of Qingdao University, Qingdao 266003, China)

[ABSTRACT] Objective To investigate the effect of miR-429 on the proliferation and migration of breast cancer cells and its
mechanism.  Methods RT-qPCR and Western blotting were used to measure the relative mRNA and protein expression levels of
¢IFAE in breast cancer MCF-7, MDA-MB-231, MDA-MB-468, and BT-549 cells and normal breast epithelial MCF-10A cells.
MCF-7 cells were transfected with miR-429 mimics (group A), mimics NC (group B), miR-429 inhibitors (group C), and inhibi-
tors NC (group D), and RT-qPCR, CCK-8 assay, wound healing assay, and Western blotting were used to measure the expression
of miR-429, cell proliferation and migration, and the relative mRNA and protein expression levels of ¢eIF4E in groups A—D. The
293T cells were transfected with eIF4E-3' UTR-Wt+ miR-429 mimics (group E), eIF4E-3' UTR-Wt+ mimics NC (group F),
eIlF4E-3'UTR-Mut+ miR-429 mimics (group G) . and elF4E-3'UTR-Mut-+ mimics NC (group H) . and relative luciferase activity
was measured for groups E— H. The targeted regulatory effect of miR-429 on e¢IF4E was analyzed.  Results RT-qPCR and
Western blotting showed that the relative mRNA and protein expression levels of eIF4E in MCF-7, MDA-MB-231, MDA-MB-
468, and BT-549 cells were significantly higher than those in normal breast epithelial MCF-10A cells (F=74.414,1 981.243,P<<
0.01). RT-qPCR showed that compared with group B, group A had a significantly higher relative expression level of miR-429 (1=
25.390,P<C0.01) and a significantly lower relative mRNA expression level of eIF4E (t=—6.363,P<0.05); group C had a signi-
ficantly lower relative expression level of miR-429 than group D (1= —4.652,P<C0.05) and a significantly higher relative mRNA
expression level of eIF4E than group B (r=—2.928,P<0.05). CCKS8 assay showed that compared with group B, group A had a
significant reduction in proliferation activity at 24, 48, and 72 hours (F=26.148—40.997,P<C0.01) , and compared with group D,
group C had a significant increase in proliferation activity at 24, 48, and 72 hours (F=6.410—82.593, P <C0.05). Wound healing

assay showed that group A had a significantly lower healing rate than

(B #] 2023-04-02; [M&ITEHA] 2023-06-10
[(He2TB] IWAEE AT RTH2019GSF107025) group B (z = —22.584, P<C0.01), and group C had a significantly
[#ERIEE]T B .Email: wuliqd@163.com higher healing rate than group D (¢ =11.464, P <(0.01). Western
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blotting showed that group A had a significantly lower relative protein expression level of eIF4E than group B (+=—20.355,P<<

0.01), and group C had a significantly higher relative protein expression level of ¢eIF4E than group D (¢t =3.622,P<C0.01). Dual-

luciferase reporter assay showed that there was a significant difference in relative luciferase activity between groups (F=2366.823,

P<20.05), and group E had a significantly lower relative luciferase activity than group F (¢ =—42.961, P <C0.01).

Conclusion

This study shows that miR-429 may inhibit the proliferation and migration of breast cancer cells through targeted regulation of the

e¢IF4E gene.

[KEY WORDS] Breast neoplasms; MicroRNAs; Eukaryotic initiation factor-4E; Cell proliferation; Cell movement

FLR IR 19 9 532 v 1 G A £ i g, ™ R
W P A B L R A R — R WL MR
/N RNA(miRNA) JE7E B A% A i IR E Y B A
PAEEDIRE M — /N TAE S RNA AR FHALE N
a5 AN mRNA B 3" JEBIF IX (UTR) Al 5
HAMELXT S A s DURE SR R R T 00 O 20 4 R 3 R 1
FEIRIKF- 52 i 41 R 4G A AT A S I R AT O
miR-429 J& T miRNA-200 % ji% . 1§y 5 2 A 5 41
Ji 3 DRUAE Z2 P i (1) 2 1B % 8 v e 26 T LI A 4
VEHIEY . M SERFSE 2 W] miR-429 78 3L o b 2 1%
FEIR IV B DR A AR (0 A A M R A R
K+ AE(eIFAE) 7] 76 #1558 46 B 55 5 PR IR 0 45 &
E % mRNA #5308 7454, i 5" UTR f#
JESZ M mRNAs 19 ACHEnT G2 5 BR AR 7E IR AK
0 11 T oy B B R PR R 4R AR s R A
HRT, IAEF I K B, eIFAE 1 7L IR E 41 4
A AL A, HILFRKR KO 5 2L 1 kA iR
MERE B BT E T miR-429 78 3L
e O J v ) IR BILA R BB . AR ST S AR IE
FHETT miR-429 5 eIFAE 76 3L rp (1) 8 7] 56 &
T H A U8 A i R 5 3R B AR L AR A FLR
I 1 R W TR YT R A B A

1 #MBEFE

1.1 zZmhe 5 XA

CIEH FUBR 1 % 40 MCF-10 A L A FL 5 98 40 it
% MDA-MB-231, MDA-MB-468, MCF-7, BT-549
PLK 293T AR A 75 B R BEEH S TAEM S
AP S % . DMEM 85 35 35 0 1 200 3 38
A PR BR S W) R AR AR /B R R
Bl CCK-8 1250 & A H vk B s a0 & 0 T A
BRI T AR A R A, R &K e 5 s
PRSI 3870 & W 3K 1 A6 0 4 X4 2R W5 B % )
RNAi W F b UE AR Y FH A RS 7], Trizol Re-
agent W F & [H Invitrogen A # . eIFAE $U 44K Iy F 2
E Abcam A7), GAPDH B4 58 [ 544 W F 58 10 2 18
B YRR,

1.2 @3 A ni

¥ MCF-7, MDA-MB-231, MDA-MB-468 ., BT~

549 .MCF-10A.293T 4 & T & K 40 %2 0.10 fig
A= 1L E AN /B8 R R I DMEM K5 37 56 h CHErp
HRHRWREN 1000 U/LBERHEWEER 1 meg/L),
F37 °C L RBUR % 0.05 CO, By 41 A 1% 37 46 b
K% A% 1~2 A 7R 40 M a5 B 5k 3] 800 ~90%
A . 7 6 FLAR R B 3% MCF-7 4, 24 Hogh &
IKF) 6026 ~70% W, 20 Hf 43 5% G miR-429 mimics
(A ). mimics NC(B #4H) . inhibitors (C 2H) L ;&
inhibitors NC(D #1), # & eIF4E-Bf 4 A (W) Al
elFAE-5 28 R (Mut) 5 40 b, 4 239T 4L T 6
fLA .37 °C R 53R AR RS BE 203K 40 Vo), 43 5]
By oIFAE-3' UTR-Wt + miR-429 mimics (E 2H) .
elF4E-3' UTR-Wt + mimics NC (F #4H) . eI[F4E-3’
UTR-Mut+ miR-429 mimics(G £1) Lk} eIF4E-3’
UTR-Mut+ mimics NC(H 4H).,
1.3 £ ¥ k28 PCR(RT-qPCR) % Fo %, 9% ¥7 i
e SLAR A 2 i MCF-7, MDA-MB-231, MDA-
MB-468 .BT-549 VA % iE % LB L & 49 . MCF-10A
¥ ¢IFAE mRNA ., & @ st & ik &

i Trizol i 7 # Bt MCF-7 . MDA-MB-231,
MDA-MB-468 .BT-549 ,MCF-10A 4 jiti RNA, j¥
S E cDNA,eIF4E mRNA L GAPDH HN%
MR RT-qPCR 35K I 25 4 il R eIF4E mRNA
IR, AU R 2R .95 °C HiAEYE 5 min; 2R
95 ‘CAE: 10 5,60 CiB k/HEfH 30 s, FLAFIA 40 1K,
BREARE LM 3 K, LL 2722 kit 5 eIFAE
mRNA X Rikw., £51WFH kK 1,

DI RIPA 2k # e i LR gl b & H .
BCA i 5 & 0 %2 8 (1 Mk B L S8 )5 78 SDS-PAGE I
80 V HLIK 30 min, F 5, =i T LL 50 g/ L AR Wk
HH 2 h, iIMANZ GAPDH —#1(1 : 1 000), H ¥
HEPH eIFAE —$H1(1 2 2 000),4 °C Fid#,1 X TBST
VEAR 3 K, BR 10 min; ZHEEMFEEF 1 h, H 1X
TBST $EfE 3 .4 K 10 min; ECL &6 1+ 10
#| PVDF B b, 2=\ CE 1 min, R ARG R4 W
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52 AR IR I K BE A LA eIF4E 28 1 1Y A X
Fiktn, elF4E # HAHXS ik it = eIF4E & [ 4571
K/ MNZ GAPDH % H 44 IK (Y .
1.4 CCK-8 k#m A~D A mi3giiiE h

WCAE B Y I 44 MCF-7 4L L) 2 000 A4~ /4L 4%
Fl & 96 fLAR, 37 CH ARG, BAHKE 5 MEAL.
o7 200 0O O R 5 A U L 585 0.24,48 .72 /INEE B 4 S ) 4%
LA HIA 10 pL CCKS A 4 7) , 40 Mo 15 7% 44
WIFE 2 h, BEAR I 2 3 K 450 nm &b 45 FL W%
CADAEL s LAWY JBE {1 Sz e 248 J 1) 34 5355 77
1.5 e XIJE % Bte ] A~D 40 i iE 54k 7

W 6 FLAR , FH S 3a 2B 7E 6 FLAR T I i i 2k,
MG 1 em. B A~D A AR T 6 FLAR N . F
0 A AR K Z B R LI L 200 pL AR SKIE BT 6 fL
M 5 I R 48 409K 5 e Bt AT R B — 4% 0 40 i DX 3L T G
I 97 35 7% 5 vl gk B 25 B A 4 0 R B 20 B SRR L AE
6 FLATHREFLINA 2 mL JC I 5 8% 9% 3L L 31 R 8 1B
TE4 0,24 /NI B AR G G &0 R R G
F, MAEFE=Q4IhEBEM—0 hJRITBHEFD /0 h
IR 3 18T A X 100 %6
1.6 E~H 484 he s %% & B4 A B & b

P 37 C R85 3% E~H 41400 48 h. WAL 45 414
MR T 96 LA . MR AE AR, B0 B R A
FH - RS i 4 5 3k R R & F 2 ) BE i A
ASCHR I A 7 KO 3R il R B O 2 TR
{EL, FE 1SR X 5 0 2R Wl 0 PR A X PG R
F 15 PR (B = 3 K U9 O 3R Il 6 MEAE /1 B 98O R
TG PR .
1.7 RT-qPCR ##&m A~D 449 o miR-429,
eIF4E mRNA A5 &% &

fdi F Trizol I 42 A~D 440 5 RNA, ¥
BEFHyE cDNA.miR-429 Ll U6 NN B M, eIFAE
mRNA L GAPDH RJNZ M, R RT-qPCR £
25 2040 miR-429 M eIFAE mRNA B335, I
MU R 2 F TR 1.3, &5 Fs k1,
1.8 #EfpiEExal 2 A~D 41 MCF-7 @ eIFAE
Fars kil g

W A~D 41 MCF-7 41 g . RIPA 24 fift 7k 24 fi
PRI 1, BCA 170 G o 35 e B . R H e i B
B VA 4% 2 AN eIFAE 2K (B Kk i,
1.9 %its ik

fdi H] SPSS 26.0 B A4 X 52 50 B4l i A7 48 12 4%
Br. LL Image J PSR EMR . T S5 50 35 4l 37 &
O3 EE R, AR e]FAE mRNA

KA HBLL MCF-10A 1E 3 1, AL C 2 miR-429,
eIFAE mRNA K& H L B.D 40 % B8 5 Bl ik
TH—fL b, ESSAMITERBU z£s &
RSP LR ¢ K5, Z A EE LR s I R
J5 50 BT, PR [ B[] b A R FH o A 0 it i 3
2501, UL P<<0.05 A ZERAGITFE L.

®1 SIMERBREFES

s f;f
miR-429  F.5'-GCGCTAATACTGTCTGGTAA-3' 20
R:5'-TGCAGGGTCCGAGGTATT-3’ 18
elFAE F:5-AAACAAACGGGGAGGACGA-3' 19
R:5-GAGGCTGAAGTGGGAGGAT-3' 19
GAPDH  F.5-ACAACTTTGGTATCGTGGAAGG-3' 22
R:5'-GCCATCACGCCACAGTTTC-3' 19
us F:5-CTCGCTTCGGCAGCACA-3’ 17
R:5-AACGCTTCACGAATTTGCGT-3' 20
2 % S

2.1 B Emie R R EF A LR e el F4E
mRNA B &G (k& HE R

RT-qPCR K 45 5 8w . FLRE MDA-MB-
468 . MCF-7,BT549, MDA-MB-231 4f ifs DL & iF %
FLIE b Ez 4 i MCF-10A ) eIFAE mRNA #f %} 3
KA 2.0774£0.119,1.443 4+0.055,1.175 +
0.064.1.11340.041,1.000£0.057 , & 4 L5 % H A
WEME(F = 74,414, P<T0.01), 2 B[ 305 45 5
N FIRA AN R P eIFAE & A X 5 5 0k
3.48370.025,2.67540.038,2.038 0.019,1.635 +
0.039,1.00040.027. % H LI £ 54 8 F M (F =
1981.243,P<C0.01),
2.2 A~D @i miR-429 A8 s & ik ¥ b E

RT-qPCR Z5 58 W5 , A~D H 40 M miR-429
XF 26 35 HE 43 BN 41,565 £ 2,259, 1,000 4 0. 048,
0.57840.087.1.000+0.094 , %% 20 4 ) miR-429 #H
PRI R R R EA R EME(F=647.102,P<<
0.01); Hid A 414 B 440l miR-429 FHXf ik &
LW (1 = 25,390, P<C0.01),C 4% D 4 40 il
miR-429 MM X ik i FH MK (1 = —4.652. P <<
0.05) , Ut &G YL 5L, vl 64T 5 8250 5% .
2.3 A~D g3 liE i

A R T 22 3 A 45 R o, B R4
S]] S5 2 5 32 HAE FH AT A LB 4 MCF-7 21 Jifg 4%
B 1 B B S (F g =1 146,338, F gy =
39.809, Fyp» g = 14.510, P<20.01) , 5% & )37 43
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Mrat R mo R, A AN 0,24 /et i () 38 58 35 1 4
o, BRSSO, 24 /INIEIF i) 3G 58 36 0 AH L, 25 R
WA B3 M (F=332.338.827.901, P<C0.01) ; i3 3¢
FH 24,4872 /NEFA L A S 40 i 36 5 15 ) B AR T
B4 (F=26.148~40.997, P <C0.01), = & & %
TR 7 2550 Ml 5 o, 5[] L 2000 ek 1) 5 4 52
HAEHXT C.D 41 MCF-7 40 i3 5 3 7 35 B A 0 i
B RZ I (F i = 682.353 Fagy = 32,159 F oy« s =
4.321,P<C0.01), Fp L o3 Hr 4 R s, C 414
FLES 024 ZINEF B A 3 BE IS T AR LG, D 440 i 5 0.
24 /NI A SEFE TG AR L, 2 R BA B ETE(F =
756.132.209.376,P<C0.01) ; } 32 B 45 24.48.72 /)N
A IR, C 2H 200 6 1 15 BB TR 0 D A B E R R (F =
6.410~82.593,P<C0.05), W5 2,

0 h

24 h

A B2

&2 A~DZH MCF-7 AL EFE AL (n=15,x*5s)

SR 5 0 /MR 524 /hWE B A8U/REE B 72 /A

A4l 0.473£0.010 0.518£0.011 0.93840.061 1.152+0.038
B#H 0.462£0.026 0.560%0.012 1.08840.029 1.31140.020
C4 0.47340.025 0.640£0.024 1.200+0.024 1.45140.052
D# 0.485+0.051 0.51840.013 1.077£0.047 1.31840.086

24 A~Dampoitshae i

20t R R S 2 R R, A~D AN R A A
RO 16,497 +0.419,31.806 +0.862,39.293 +
0.715.31.428+0.656 , &5 LA ML AL A R L B E T A
M (F=392.425,P<0.01); HirPr A ZH 40 %% B
2 2 i A 2R AR (1 = — 22,584, P<C0.01) ; T
C ZHANMEAL D 2H 40 i A1 & 3 W) 2 4% &5 (c = 11,464,
P<<0.0D), WE 1,

CHL D

B 1 B35 A~D H MCF-7 T eE LB (40 %)

2.5 E~H AW EREBIRERRFEAEN
XU 3R Wl A 56 R S g A M 45 R R E~H
2H 20 AH X 28 6 2 S M 1B 43 A 0.503 £ 0.008 .
0.99740.014,0.995+0.031,0.995+0.011, %% 4 4
PR X 25 ' 22 e M LA 25 S S 2 B S (F =
366.823,P<C0.05); Horf E 4% F 40 40 i AH X 9% %
HWEHE P EE T M (c=—42.961,P<<0.01),G 4
55 H 2 20 M0 b AR X 9 O R IS P 1 R AR Ak
(P>>0.05),
2.6 A~D#%mAf elFAE mRNA A8 & ik & 4
RT-qPCR L5 R B /R, A~D B eIF4E
mRNA B AT R IE 743518 0.30440.050,1.000 £+
0.144.1.727 £ 0.328,1.000 £ 0. 126, % 2 28 it =
e]FAE mRNA X RBER LK ERA BEW(F=
18.342, P <<0.01); Hith A 4% B 41 eI FAE
mRNA AR R IK & B F AL (0= —6.363, P <<
0.05),C H# D HAIM eIFAE mRNA 40X % ik
BB EIE(=—2.928,P<0.05),

27 A~D % eIF4E B oMM AL FE

S BEENI 45 B R A~D 4140l eIFAE & 1
X IE 4> B8 0.309 40,012, 1.000 4 0. 046,
1.166+0.058,1.000+0.028, £ 41 41 ifl eIF4AE & A
AEXT 2R IR i T A 22 S B i Pk (F =178.306, P<<
0.01); Hirf A 1% B A4 eIFAE 2 AR X £ ik
I F R (0= —20.355,P<C0.01),C 414 D 40y
elFAE 2 1A X 2 35 1 b 3 i (1 = 3.622, P <<
0.05), WK 2,

GAPDH ‘— C— N — ‘ 36 000

elF4E

— — — -—‘ 25 000
AL BA cH DA

2 EYJE A~D A MCF-7 4/ eIF4E EE GREMITE R

3 i B

FUNR IR 2 — B 23 W WA v R, H R
KRR BAE LTS NI R BOF T i 2 5 7R
IR MR JRE I AT RE R DR AL, R 3L IR R A Y
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THLH L, A o EENE Y,

miRNA # i35 H# K mRNA £ 3"UTR il
FEHADECXT 25 G o 8 ik A0 o) 00 5 R 9 ik o DA o 11
B SR I AR P I R L AP R Y S DR R 5K L R T 9 A
JLAEW2E T RE S A HESE R B miR-429 TE £ Fh
Ji g v A A R GROF R R AEAE T, W miR-429 1E
B A A R R e S AR R
W R AR GE L W] R AR S VR (R A AR L
G RRAEET e DY R A R b B SRk R
FEREAER . B ATA S BT 58 K B, miR-429 Il
it 84 Bel-2.LRP1,ZEB1/ZEB2 25§ 3 H 3k &
S R RN - o 74 5| DO R e SO T

MR K e [FAE (13 3 35 76 (4 40 0] 412 i 4
{18 336 G FIE AR T Ak L A A N S 0 b DU AT AR 2 /)N B
SE (TR JSOT 18 n Bob e A= 2B PE L eI FAE A B B
14 B 18 R 0 PR A2 A T T A I 4 v, (R AR 2 R
2 g g A U B v R 0K L L e TFAE W] R
h g B R A R & i A AR T . eIFAE
FEIB KT 5 I 1 kA L T R B A IR T AR ) 2
TR BUIRH K el FAE 33K Tk & i a] LA i — 3 43
elFAE S M 1 56 I (U - Myc ™ \VEGF™ Ll J
MMP-9 %) i) H A% R B8 S 3l o 28 i 2 2 98 3 PR 3%
ik, elFAE H B R IL7E eI FAE U HLH ok s
SEMERITER, eIFAE 11 W2 1k 7K - 75 2 F i g v
Th i -5 g HE Je R S AE DG . B AR IE S L B R 1
() eIFAE n] LA i 987 40 it 3K 15 e K R B M %
TERRED 0 R R 40 i v B R b eIF4E /K P i
m AR 2 AR B A miR-429 J& &
Z 51015 eIFAE B R 1k 72 DL I 2 75 AR 6% I 45 1%
iz fk eIFAE & 1S5 Mhos 4 i s A7 o0 A fp itk —
S S0 TIE AR

AWK A WE B 2% 07 ik Bl miR-429 5
eIFAE #n R E5 R B R eIFAE 3 3'UTR 5
miR-429 fEFE HAMEC X M 45 & 0 G E A% F
2 200 JL R XoF % G 2R IO 1 T O X Ol il S
WX miR-429 5 eI FAE A4S S EM: A 4
MAEAE B HMME miR-429 &35 K-35, 40 i 48
KT REBE J1 9l B % L e IFAE mRNA F13E 1 %
TR K 2 A C HA A D 240 miR-429
FEIRANE ARG TG FFE R I W R 5R L e [FAE
mRNA FIE [ 2k KT, 8Om0 UE B miR-429
LB ] e TFAE I8 45 3L R 6 1Y 35 58 3T Be 1, A
A 2L s 1 & AR R T . miR-429 55 eIF4E J
3"UTR B 445 A DL S B3 2 1 . 98 45 AL il T

&N miR-429 W 5 (& f# eI FAE mRNA, i 1 i
il BHE 7= eIFAE B 2O/ MR R IG R &
FRTE I M L D] 5T UTR fife e o i 20 G A+ 56 98 2
I8 A i

25 LR omiR-429 Rl o1 8 7] PR 45 eIFAE
il 7L R 9 200 A 1 84 B R A% L D B LR e R
PRI AEYE B AT R B miR-429 B 5 s £
AL PR D A 5 3 %, HL O s 2 5 TR 1 L A
PAJ eI FAE {9 B AL % 75 iF— 25 0 5% .

EERIFIEE IR S5 T Ot 4 B M L
LR BENE ERESE TR B ERE R . FrA 1 255 3k [
BRFZISC, HI U ALEAEF £ 0058
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