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Effect of STXS on the metastasis of hepatocellular carcinoma and its mechanism GUO Tingting . ZHAO
Ziyin s HE Mingyang s WU Tiansong s XU Bin, ZHANG Bin, WU Zehua, HAN Bing (Department of Hepatobiliary and
Pancreatic Surgery, The Affiliated Hospital of Qingdao University, Qingdao 266003, China)

[ABSTRACT] Objective To investigate the effect of STX5 on the metastasis of hepatocellular carcinoma (HCC) and its
mechanism.  Methods Clinical data were collected from 36 patients who were diagnosed with HCC in our hospital from January
to December 2015, and the correlation between the expression level of STX5 in tumor tissue and the clinicopathological features of
HCC patients was analyzed. Human hepatoma cells MHCC97H were divided into groups A and B and were transfected with nega-
tive control plasmid and STX5 overexpression plasmid, respectively. Human hepatoma cells Huh7 were divided into groups C and
D and were transfected with negative control lentivirus and STX5 knockdown virus, respectively. Western blot was used to measure
the protein expression level of STX5 in groups A, B, C, and D, wound healing was used to measure the migration ability of cells
in groups A, B, C, and D, and Transwell assay was used to measure the migration ability of cells in groups A, B, C, and D. Gene
ontology (GO) functional enrichment analysis and Kyoto Encyclopedia of Genes and Genomes (KEGG) signaling pathway enrich-
ment analysis were performed for the differentially expressed genes in groups A and B obtained by transcriptomic sequencing, and
RT-gPCR was used to measure the levels of the most significantly differentially expressed genes in group A and B. MHCC97H cells
were divided into groups E, F, G, and H and were transfected with negative control plasmid, STX5 overexpression plasmid, nega-
tive control plasmid+ Sarilumab. and STX5 overexpression plasmid+ Sarilumab, respectively. Scratch assay was used to measure
the migration ability of cells in groups E, F, G, and H. and Transwell assay was used to measure the migration ability of cells in
groups E, F, G, and H.  Results The expression level of STX5 in tumor tissue was associated body mass index, presence or ab-
sence of hepatitis B virus infection, and the number of tumors (P<C0.05). Western blot showed that group B had a significantly
higher expression level of STX5 than group A, and group C had a significantly higher expression level of STX5 than group D (¢t =
48.86,31.09, P<C0.05). Transwell test and wound healing showed that compared with group A, group B had significantly higher
ability of cell invasion and percentage of scratch healing, and compared with group D, group C had significantly higher ability of cell

migration and percentage of scratch healing (1 =7.95—31.09,P<C0.05). The GO and KEGG enrichment analyses showed that the

(s B 8] [f& 1] differentially expressed genes between groups A and B were mainly
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cantly higher mRNA expression level of IL-6 than group A (1 =23.69,P<0.05). Transwell assay and wound healing showed that

group G had significantly lower ability of cell migration and percentage of scratch healing than group E, and group H had signifi-

cantly lower ability of cell invasion and percentage of scratch healing than group F (¢ =2.94 — 24,39, P <C0.05).

Conclusion

STX5 can promote the migration and metastasis of HCC cells by upregulating the mRNA expression level of IL-6.
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