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INFLUENCE OF COMT V158M POLYMORPHISM ON THE ANALGESIC EFFECT OF SUFENTANIL IN POSTOPERATIVE PA-
TIENTS ZHANG Jie, ZHANG Xueying » XIA Jing , LIANG Yongxin, CHU Haichen (Department of Anesthesiology, The
Affiliated Hospital of Qingdao University, Qingdao 266003, China)

[ABSTRACT] Objective To evaluate the influence of catechol-O-methyl transferase COMT V158M polymorphism on the
analgesic effect of sufentanil in postoperative patients. Methods This study included 100 American Society of Anesthesiologists
physical status Il or [ll patient aged 18— 60 years. who planned to undergo thoracoscopic lobectomy under general anesthesia from
November 2017 to October 2018. According to the results of gene mutation detection conducted before operation, these patients
were divided into wild-type homozygote group (VV group), mutant heterozygote (VM group), and mutant homozygote group
(MM group). Sufentanil was used for patient-controlled intravenous analgesia postoperatively. Visual Analogue Scale (VAS) scores
at 24 and 48 h after operation, postoperative sufentanil dose, and sleep quality score and State-Trait Anxiety score at 24 h after op-
eration were recorded. Results Compared with the VV group and VM group, the MM group had significantly reduced VAS
scores at 24 and 48 h after operation and postoperative sufentanil dose (F =4.,099—7.722, P <C0.05). There were no significant
differences in sleep quality score and State-Trait Anxiety score between the three groups (P >>0.05).  Conclusion ~COMT
V158M polymorphism may be one of the factors that account for the difference in the analgesic effect of sufentanil in postoperative
patients,
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